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Director of the "Genome" department at Institut des Sciences de I'Evolution de Montpellier

Associate Editor for Evolutionary Applications
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Roux C, Fraisse C, Romiguier J, Anciaux Y, Galtier N, Bierne N (2016). Shedding light on the grey
zone of speciation along a continuum of genomic divergence. PloS Biology 14: €2000234.

Fraisse C, Gunnarsson PA, Roze D, Bierne N, Welch JJ (2016). The genetics of speciation: Insights
from Fisher's Geometric Model. Evolution: 70: 1450-1464.

Fraisse C, Belkhir K, Welch JJ, Bierne N (2016). Local interspecies introgression is the main cause of
extreme levels of intraspecific differentiation in mussels. Molecular Ecology 25: 269-286.

Gagnaire P-A, Broquet T, Aurelle D, Viard F, Souissi A, Bonhomme F, Arnaud-Haond A, Bierne N
(2015) Using neutral, selected and hitchhiker loci to assess connectivity of marine populations in the
genomic era. Evolutionary Applications 8: 769-786.

Romiguier J, Gayral P, Ballenghien M, ... Bierne N, Glémin S, Galtier N (2014) Comparative
population genomics in animals uncovers the determinants of genetic diversity. Nature 515 261-263
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